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ABSTRACT
Mycobacterium neoaurum (M. neoaurum) and Salmonella Typhimurium (S. Typhimurium) are important zoonotic 

pathogens, and both are intracellular bacteria, which can induce cellular immunity. Coinfection is prevalent worldwide, 
even more prevalent than single infection. This study aimed to investigate the effect of M. neoaurum/S. Typhimurium 
coinfection on the percentage property of C57BL/6 mice regulatory T cells (Tregs) and the immune activity of 
RAW264.7 cells. The secretion of TNF-α, IFN-γ, IL-1β, IL-12 and iNOS in RAW264.7 cells was determined by ELISA. 
The expression of CD40+, CD80+ and CD86+ costimulatory molecules on the surface of macrophages was analyzed by 
flow cytometry. A Nitric oxide (NO) assay was used to detect the production of NO in RAW264.7 cells. The apoptosis 
of RAW264.7 cells was detected by flow cytometry. The results showed that macrophage expressed a large number 
of cytokines and surface costimulatory molecules to enhance immune activity. S. Typhimurium secondary infection 
significantly increased the expression of iNOS and generation of NO, and M. neoaurum/S. Typhimurium-induced 
apoptosis was NO-dependent. Our data provide a theoretical basis for secondary infections by other pathogens after 
Nontuberculous Mycobacterium (NTM) infection, and lay a foundation for further research.
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Introduction
Mycobacterium neoaurum (M. neoaurum) is a 

rapidly growing Nontuberculous Mycobacterium 
(NTM), which is widely distributed in the natural 
environment (JEON, 2018). The prevalence of NTM 
varies around the world, but overall, the prevalence 
and carrier rate of NTM are on the rise, with an 
estimated annual increase of 2.5%~8.0% (KOH, 
2017). In general, NTM is in an asymptomatic 
colonization state in the body, so coinfection can 
easily occur (GARCIA et al., 2022).

Salmonella Typhimurium (S. Typhimurium) 
is one of the most common bacterial pathogens 
worldwide, with a broad host range (STANAWAY et 
al., 2016). It occupies the second position in Europe 
and third in the United States in human salmonellosis 
reports (FERRARI et al., 2019). M. neoaurum and 
S. Typhimurium are important zoonotic pathogens, 
as intracellular bacteria, which can induce cellular 
immunity. Immunocompromised groups are more 
susceptible to both (TADESSE, 2014).
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Coinfection refers to the simultaneous infection 
of the same host by more than one pathogen 
(ZHU et al., 2017). Coinfection is prevalent 
worldwide, even more prevalent than single 
pathogen infection (MICHAEL et al., 2004). 
After infection with NTM, except for a very 
small number of immunocompromised people 
who become ill immediately after infection, the 
vast majority of infected people will enter a long-
term stable persistent state of infection (BOOM 
et al., 2021), so it is easy to induce coinfection 
with multiple pathogens. In tests, S. Typhimurium 
secondary infection significantly affected the 
process of Schistosoma japonicum (S. japonicum) 
infection, reduced the mortality of mice infected 
by S. japonicum, and alleviated the damage caused 
by S. japonicum to the host to a certain extent 
(ZHU et al., 2017). Coinfection with influenza A 
virus (IAV) after infection with Mycobacterium 
tuberculosis (Mtb), blocking IL-10 signaling, 
reduced the bacterial load in coinfected mice to 
a level comparable to Mtb-only-infected mice. 
The IL-10 signaling pathway is a major pathway 
for enhancing susceptibility to Mtb during IAV 
coinfection (RING et al., 2019).

At present, the research on pathogenic bacterial 
infectious diseases, including S. Typhimurium, has 
mainly focused on the bacterial infection process, 
the host immune responses, and the pathological 
changes in some organs (BAKALETZ, 2017). 
WANG et al. (2020) reported that the weight of mice 
decreased and mortality increased significantly after 
secondary infection with S. Typhimurium during 
M. neoaurum infection (WANG et al., 2020a). 
Therefore, on the basis of WANG et al. (2020a), we 
performed coinfection experiments on RAW264.7 
cells. The aim of this study is to determine the 
effect of M. neoaurum/S. Typhimurium coinfection 
on the secretion levels of inflammatory factors, NO 
production and the apoptosis rate of macrophages, 
to provide a theoretical basis for analyzing the 
immune damage caused by coinfection with other 
pathogenic bacteria after infection with NTM.

Materials and methods
Bacterial strains. M. neoaurum was isolated 

from submandibular lymph nodes from cattle, 

according to the method described in the previous 
study (WANG et al., 2020a), preserved in our 
laboratory and cultured in 7H9 liquid medium. S. 
Typhimurium ATCC 14028 was kindly provided by 
the Jilin Provincial Engineering Research Center of 
Animal Probiotics (Jilin Agricultural University) 
and was cultured in LB medium at 37°C.

Cell culture. Murine macrophage RAW264.7 
cells line were provided by ATCC, Rockville, 
USA. RAW264.7 cells were cultured in RPMI-
1640 medium (100µg/ml streptomycin, 100U/
ml penicillin and 10% FBS) at a density of 5×105 
cells/2ml/well in 6-well cluster plates (Corning, 
NY, USA). Adherent macrophages were inoculated 
with M. neoaurum or S. Typhimurium for 6h, or 
infected with M. neoaurum for 6h and secondarily 
infected with S. Typhimurium for 6h at MOI=10.

ELISA. After infection, the cultures were 
centrifuged at 335g/min for 10min at 4°C and 
the cell supernatant collected in sterile tubes. 
According to the manufacturer’s instructions, the 
expression changes of TNF-α, IFN-γ, IL-1β, IL-
12 and iNOS cytokines in RAW264.7 cells were 
detected. The ELISA kits were purchased from 
Shanghai Lengton Bioscience. 

Flow cytometry. According to the method 
described in the previous study, single-cell 
suspensions of RAW264.7 macrophages were 
prepared (YANG et al., 2017). Cell suspensions 
were assigned equally to tubes with 1×105 cells per 
tube. RAW264.7 cells were stained respectively 
with monoclonal antibody FITC anti-CD40, FITC 
anti-CD80 and PE anti-CD86, according to the 
manufacturer’s instructions. All antibodies were 
purchased from BD Pharmingen. Samples were 
acquired on an Accuri C6 flow cytometer (BD 
Biosciences, USA), and analyzed using FlowJo 
7.6.0 software (Tree star, Ashland, OR).

RAW264.7 apoptosis. Cells were collected 
by centrifugation and washed in PBS twice. The 
cells were suspended with 200-300μL 1×Annexin 
V Binding Buffer and stained according to the 
manufacturer›s instructions (Annexin V/propidium 
iodide Apoptosis Detection Kit; BD Pharmingen). 
The cells were analyzed using an Accuri C6 flow 
cytometer (BD Biosciences, USA) and FlowJo 
7.6.0 software (Tree star, Ashland, OR).
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Nitric oxide analysis. The amount of nitrite in 
the supernatant of the cell cultures was measured 
using a nitrate/nitrite assay kit (Sigma Aldrich, code 
No. 23479). Briefly, first the nitrite, nitrate+nitrite 
calibration curve, and the sample solution were 
prepared, after which, 80μL of the sample solution 
and an additional 20μL of buffer solution. Then, 50µL 
of Griess Reagent A [1% sulfanilamide and 0.1% 
N-(1-naphthyl) ethylenediamine dihydrochloride in 
5% phosphoric acid] was added to each well, and the 
plate was incubated for 5min. Next, 50μL of Griess 

Reagent B was added, and the plate was incubated at 
room temperature for 10min. Finally, the absorbance 
of each well was measured at 540 nm with a 
microplate reader. [Nitrite]=[Nitrate+Nitrite]−
[Nitrate] was the formula for calculation of the 
nitrite concentration in the sample solutions.

Statistical methods. All data were analyzed 
statistically by the one-way ANOVA test (Tukey’s 
multiple comparison test), using Graphpad prism 
6.0 software. The level of significance was 
considered at P<0.05.

Fig. 1. M. neoaurum/S. Typhimurium coinfection induced an increase 
in cytokine content

Cell supernatants were collected, and the secretion of IFN-γ (a), TNF-α (b), IL-
1β (c) and IL-12 (d) in RAW264.7 cells was detected by ELISA. *Statistically 

significant differences relative to the untreated group (*P<0.05, **P<0.01, 
***P<0.001). Data are expressed as the mean±SEM of triplicate experiments.

Results
S. Typhimurium secondary infection induced 

increased cytokine secretion. IFN-γ and TNF-α 
are critically involved in the control of NTM 
infection (YELLAYI et al., 2002). Therefore, we 
sought to determine the effect of M. neoaurum/S. 

Typhimurium coinfection on RAW264.7 cells’ 
secretion of IFN-γ and TNF-α by ELISA. Fig. 
1a-b show that the secretion of IFN-γ and TNF-α 
in the M. neoaurum+S. Typhimurium group 
were much higher than in the PBS group, the M. 
neoaurum group and the S. Typhimurium group 
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(P<0.001). Taken together, these data indicate 
that S. Typhimurium secondary infection could 
not impair NTM-specific macrophage responses 
and production of the proinflammatory cytokines 
IFN-γ and TNF-α, both of which are required for 
macrophage activation to control NTM replication. 
When the infection or inflammation is severe 
enough to affect an organ, macrophages first release 
TNF-α, IL-1β and IL-12 against the stimulus 
(POLL et al., 2021). Therefore, we detected the 
secretion of IL-1β and IL-12 by RAW264.7 cells 
by ELISA. Fig. 1c-d show that S. Typhimurium 
secondary infection caused macrophages to secrete 
IL-1β and IL-12 in large quantities, indicating 
that S. Typhimurium secondary infection caused a 
stronger immune response.

Macrophage surface marker molecules were 
significantly expressed. The co-stimulatory 
molecules CD40, CD80 and CD86 are all expressed 
on the surface of macrophages and are representative 
(FREEMAN et al., 2009). Therefore, it was 
necessary to detect their expression levels to study 
the effect of S. Typhimurium secondary infection 
on macrophages. We used flow cytometry to detect 
the expression of surface stimulation molecules in 
RAW264.7 cells. As shown in Fig. 2, the quantity 
in the M. neoaurum+S. Typhimurium group was 
significantly higher than in the M. neoaurum group 
and S. Typhimurium group, indicating that S. 
Typhimurium secondary infection could effectively 
stimulate macrophages to express CD40 (Fig. 2a), 
CD80 (Fig. 2b) and CD86 (Fig. 2c) molecules.

Fig. 2. Expression of surface marker molecules 
on RAW264.7 macrophages

The cell sediments were collected and the expression 
of CD40+ (a), CD80+ (b) and CD86+ (c) molecules 

on the surface of macrophages was analyzed by 
flow cytometry. *Statistically significant differences 
relative to the untreated group (*P<0.05, **P<0.01, 

***P<0.001). Data are expressed as the mean±SEM of 
triplicate experiments.
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S. Typhimurium secondary infection induced 
the expression of iNOS and production of NO 
in RAW264.7 cells. IL-1β can activate iNOS to 
produce NO and ultimately induce apoptosis 
(STUART-SMITH, 1994). Therefore, we measured 
the production of iNOS, and the results showed 
that the production of iNOS increased in all 
infection groups, especially in the M. neoaurum+S. 
Typhimurium group (Fig. 3a). iNOS, once induced, 
could continue to synthesize a large amount of NO, 
which is involved in the elimination of bacteria, 

tumors, worms, fungi, viruses and the host’s 
own toxicity by macrophages, especially to kill 
intracellular pathogens such as mycobacteria (DE 
GROOTE and FANG, 1995; NATHAN, 1995; 
XIE and NATHAN, 1994). Hence, the nitrate/
nitrite colorimetric method was used to detect 
the variation trends of NO production after 6h 
treatment of RAW264.7 cells with M. neoaurum 
and S. Typhimurium. As shown in Fig. 3b, S. 
Typhimurium secondary infection induced a large 
amount of NO production.

Fig. 3. S. Typhimurium secondary infection induced the expression of iNOS and production of NO

(a) The secretion of iNOS was detected by ELISA. (b) The production of NO was measured by nitric oxide assay. 
*Statistically significant differences relative to the untreated group (*P<0.05, **P<0.01, ***P<0.001). Data are 

expressed as the mean±SEM of triplicate experiments.

S. Typhimurium secondary infection induced an 
increased apoptosis rate. Apoptosis is particularly 
important for the body to inhibit or clear bacterial 
infection (PISTRITTO et al., 2016). To detect the 
apoptosis of macrophages after M. neoaurum/S. 
Typhimurium coinfection, we incubated RAW264.7 
cells with M. neoaurum and S. Typhimurium, and 
detected apoptosis by flow cytometry. As shown in 
Fig. 4, the apoptosis rate reached nearly 30% after 
M. neoaurum/S. Typhimurium coinfection, which 
was about three times higher than the M. neoaurum 
group.

Apoptosis induced by M. neoaurum and S. 
Typhimurium was NO-dependent. These data 
demonstrated that M. neoaurum/S. Typhimurium 
coinfection promotes the generation of NO and 
increases the apoptosis ratio in RAW264.7 cells. 
NO is a bactericidal reactive-free radical, and has 
been reported to be involved in the regulation of 
cell death. To explore whether NO plays a role 
in the apoptosis of macrophages induced by M. 
neoaurum and S. Typhimurium, RAW264.7 cells 
were left untreated or treated with an NO scavenger 
(Carboxy-PTIO) at a concentration of 200μM, or 
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Discussion
IFN-γ is a hallmark cytokine of type I 

helper T cells (Th1 cells), which has antiviral, 
immunomodulatory and antitumor properties (KAK 
et al., 2018). The role of IFN-γ is almost undoubted 
in mediating protection against tuberculosis 
(TB) (FLYNN et al., 1993). The hallmark of TB 
infection is the induction of cellular immunity 
and inflammation orchestrated by IFN-γ. TNF-α 
is mainly secreted by mononuclear macrophages 
(NI CHEALLAIGH et al., 2016). In addition to 
killing tumor cells, TNF-α is involved in immune 
regulation, fever, and inflammation (HORIUCHI 
et al., 2010). TNF-α involves the occurrence and 
development of many diseases, which can promote 

the production of various inflammatory factors by 
T cells, to promote the occurrence of inflammatory 
response (MEHTA et al., 2018). IL-1β is a potent 
pro-inflammatory cytokine that is crucial for 
host defense response to infection and injury 
(LOPEZ-CASTEJION and BROUGH, 2011). It 
is produced and secreted by a variety of cells and 
has been intensively studied within the cells of the 
innate immune system, such as monocytes and 
macrophages (BENT et al., 2018). IL-12 is mainly 
produced by B cells and macrophages, which could 
stimulate the proliferation of activated T cells and 
promote the differentiation of Th0 cells into Th1 
cells (HILL and KOYAMA, 2020; LIBETTA et 

Fig. 4. M. neoaurum/S. Typhimurium coinfection 
promoted apoptosis in macrophages

The apoptosis rate was measured by flow cytometry. 
*Statistically significant differences relative to the 

untreated group (*P<0.05, **P<0.01, ***P<0.001). 
Data are expressed as the mean±SEM of triplicate 

experiments.

Fig. 5. Apoptosis induced by M. neoaurum and S. 
Typhimurium was NO dependent

RAW264.7 cells were left untreated (Con) or treated 
with an NO scavenger (Carboxy-PTIO) or an NO donor 
(SNP) for 1h, followed by infection with M. neoaurum 

and S. Typhimurium for 6h, then the apoptosis ratio 
was analyzed by flow cytometry. *Statistically 

significant differences relative to the untreated group 
(*P<0.05, **P<0.01, ***P<0.001). Data are expressed 

as the mean±SEM of triplicate experiments.

an NO donor (SNP) at a concentration of 200μM 
for 1h, followed by infection with M. neoaurum 
and S. Typhimurium for 6h, and apoptosis 

incidence was measured by flow cytometry. Our 
results showed that NO scavenger treatment led to 
a significant decrease in apoptosis, while the NO 
donor significantly increased the apoptosis (Fig. 5).
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al., 2007). Studies have reported that IL-12 could 
activate NK cells and T cells, and induce them to 
secrete a large amount of IFN-γ (ZHANG et al., 
2020). The decrease in IL-12 levels weakens the 
effect on T cells and NK cells, and reduces the 
secretion of IFN-γ, which ultimately leads to further 
progression of the disease (WEHNER et al., 2011). 
GONDAIRA et al. (2015) found that Mycoplasma 
bovis (M. bovis) could induce the expression of 
important cytokines (TNF-α, IL-1β, IL-18, IL-
2, IL-12, IFN-γ, and IL-6) in bovine peripheral 
blood mononuclear cells (PBMCs). Therefore, we 
examined the secretion of TNF-α, IFN-γ, IL-1β and 
IL-12 in macrophages after secondary infection 
with S. Typhimurium. The results showed that after 
secondary infection with S. Typhimurium, RAW 
264.7 cells rapidly induced the massive secretion 
of TNF-α, IL-1β, IL-12 and IFN-γ cytokines. 
This is consistent with the strong induction of 
NO and IFN-γ secretion by co-infection of HIV-1 
and Mtb studied in one previous piece of research 
(MUPFUMI et al., 2020).

Macrophages are important antigen presenting 
cells involved in regulating immune stimulation 
and tolerance, and they play an important role 
in the immune system (MUNTJEWERFF et al., 
2020). The specific response of the body is that 
antigens are taken up by antigen-presenting cells, 
and processed intracellular and antigen presenting 
molecules MHC II and co-stimulatory molecules 
CD40, CD80 and CD86 are highly expressed 
(MBONGUE et al., 2017). Studies have shown that 
the expression level of CD80/86 could also change 
the movement ability of Treg cells, and thus regulate 
the cellular immune strength (GRACA et al., 2002; 
JONULEIT et al., 2001; ZHENG et al., 2004). It 
has been indicated that the upregulation of tumor-
associated antigen expression with the benefit of 
CD40 activation enhances its immunogenicity, 
allowing immune cells to accumulate at tumor sites 
(LEE et al., 2013). We found that the expression of 
CD40, CD80 and CD86 costimulatory molecules 
on the RAW264.7 cell surface was higher after S. 
Typhimurium secondary infection, and all of them 
had statistical significance. The results indicated 
that the ability of macrophages to kill bacteria and 
cellular immune function were enhanced after M. 
neoaurum/S. Typhimurium coinfection.

Classically activated macrophages are 
characterized by a high ability to produce pro-
inflammatory cytokines and NO by inducing the 
synthesis of iNOS (JUHAS et al., 2015). The basal 
activities of iNOS are generally very low, and in 
pathological conditions (inflammation, cancer, 
etc.) it will synthesize high concentrations of NO 
and inhibit cell growth or cell death by directly 
mediating monocyte macrophages to produce 
cytotoxic activity (WANG et al., 2020b). Studies 
have shown that NO is one of the key signals of 
tumor apoptosis (BONAVIDA and GARBAN, 
2015). Previous studies have shown that the 
production of NO could lead to the oxidative stress 
injury of endothelial cells, induce their apoptosis, 
and directly damage the vascular endothelium, 
thus leading to the occurrence and development 
of Atherosclerosis (AS) (HUANG et al., 2017). In 
our study, 6 hours after secondary infection with 
S. Typhimurium, RAW264.7 cells secreted large 
amounts of iNOS, the production of NO increased 
dramatically, and the macrophage apoptosis rate was 
also significantly increased. We further explored 
the underlying molecular mechanisms of apoptosis 
induced by M. neoaurum and S. Typhimurium. 
The results indicated that NO scavengers could 
abrogate the apoptosis levels of macrophages 
induced by M. neoaurum and S. Typhimurium, 
while NO donors can promote apoptosis rate. This 
shows that apoptosis induced by M. neoaurum 
and S. Typhimurium depends on the production 
of NO. This is similar to the course of Mtb 
infection, overexpression of EBP50 (a scaffolding 
protein that controls the recruitment of iNOS in 
the vicinity of the phagosomes in macrophages) 
significantly increased the expression of iNOS and 
the production of NO, and the apoptosis induced by 
EBP50 depended on the production of NO (GUO et 
al., 2016).

Our study showed that S. Typhimurium 
secondary infection produced high concentrations 
of iNOS and NO in macrophages, effectively 
activating macrophage toxicity and improving the 
apoptosis rate of macrophages during M. neoaurum 
infection.



J. Ren et al.: M. neoaurum/S. Typhimurium coinfection induced apoptosis

566 Vet. arhiv 93 (5), 559-568, 2023

Acknowledgements
This study was supported by the national natural science 
foundation of China (31272566 and 31302124) and the science 
and technology research project of the education department of 
Jilin province (JJKH20200356KJ, JJKH20170315KJ).

References
BAKALETZ, L. O. (2017): Viral–bacterial co-infections in the 

respiratory tract. Curr. Opin. Microbiol. 35, 30-35.
 DOI: 10.1016/j.mib.2016.11.003
BENT, R., L. MOLL, S. GRABBE, M. BROS (2018): 

Interleukin-1 Beta-A Friend or Foe in Malignancies? Int. 
J. Mol. Sci. 19, 2155.

 DOI:10.3390/ijms19082155
BONAVIDA, B., H. GARBAN (2015): Nitric oxide-mediated 

sensitization of resistant tumor cells to apoptosis by 
chemo-immunotherapeutics. Redox. Biol. 6, 486-494. 
DOI:10.1016/j.redox.2015.08.013

BOOM, W. H., U. E. SCHAIBLE, J. M. ACHKAR (2021): 
The knowns and unknowns of latent Mycobacterium 
tuberculosis infection. J. Clin. Invest. 131, e136222.

 DOI: 10.1172/JCI136222
DE GROOTE, M. A., F. C. FANG (1995): NO Inhibitions: 

Antimicrobial Properties of Nitric Oxide. Clin. Infect. Dis. 
2, S162-S165. 

 DOI: 10.1093/clinids/21.supplement_2.s162
FERRARI, R. G., D. K. A. ROSARIO, A. CUNHA-NETO, 

S. B. MANO, E. E. S. FIGUEIREDO, C. A. CONTE 
(2019): Worldwide Epidemiology of Salmonella Serovars 
in Animal-Based Foods: a Meta-analysis. Appl. Environ. 
Microbiol. 85, e00591-19.

 DOI: 10.1128/AEM.00591-19
FLYNN, J. L., J. CHAN, K. J. TRIEBOLD, D. K. DALTON, 

T. A. STEWART, B. R. BLOOM (1993): An essential role 
for interferon gamma in resistance to Mycobacterium 
tuberculosis infection. J. Exp. Med. 178, 2249-2254.

 DOI:10.1084/jem.178.6.2249
FREEMAN, C. M., F. J. MARTINEZ, M. K. HAN, T. M. 

AMES, S. W. CHENSUE, J. C. TODT, D. A. ARENBERG, 
C. A. MELDRUM, C. GETTY, L. MCCLLOSKEY, J. 
L. CURTIS (2009): Lung Dendritic Cell Expression of 
Maturation Molecules Increases with Worsening COPD. 
Am. J. Respir. Crit. Care. Med. 180, 1179-1188.

 DOI: 10.1164/rccm.200904-0552OC
GARCIA, B., J. WILMSKOETTER, A. GRADY, C. 

MINGORA, S. DORMAN, P. FLUME (2022): Chest 
Computed Tomography Features of Nontuberculous 
Mycobacterial Pulmonary Disease Versus Asymptomatic 
Colonization: A Cross-sectional Cohort Study. J. Thorac. 
Imaging 37, 140-145.

 DOI: 10.1097/RTI.0000000000000610

GONDAIRA, S., H. HIGUCHI, H. IWANO, K. NAKAJIMA, 
K. KAWAI, S. HASHIGUCHI, S. KONNAI, H. 
NAGAHATA (2015): Cytokine mRNA profiling and 
the proliferative response of bovine peripheral blood 
mononuclear cells to Mycoplasma bovis. Vet. Immunol. 
Immunopathol. 165, 45-53.

 DOI:10.1016/j.vetimm.2015.03.002
GRACA, L., S. P. COBBOLD, H. WALDMANN (2002): 

Identification of Regulatory T Cells in Tolerated Allografts. 
J. Exp. Med. 195, 1641-1646.

 DOI: 10.1084/jem.20012097
GUO, Y., Y. DENG, Z. HUANG, Q. LUO, Y. PENG, J. CHEN, 

H. JIANG, J. YE, J. LI (2016): EBP50 induces apoptosis 
in macrophages by upregulating nitric oxide production to 
eliminate intracellular Mycobacterium tuberculosis. Sci. 
Rep. 6, 18961.

 DOI:10.1038/srep18961
HILL, G. R., M. KOYAMA (2020): Cytokines and 

costimulation in acute graft-versus-host disease. Blood 
136, 418-428.

 DOI:10.1182/blood.2019000952
HORIUCHI, T., H. MITOMA, S. HARASHIMA, H. 

TSUKAMOTO, T. SHIMODA (2010): Transmembrane 
TNF-alpha: structure, function and interaction with anti-
TNF agents. Rheumatology 49, 1215-1228. 

 DOI:10.1093/rheumatology/keq031
HUANG, Y., T. MA, Z. YE, H. LI, Y. ZHAO, W. CHEN, Y. 

FU, Z. YE, A. SUN, Z. LI (2018): Carbon monoxide (CO) 
inhibits hydrogen peroxide (H2O2)-induced oxidative 
stress and the activation of NF-κB signaling in lens 
epithelial cells. Exp. Eye. Res. 166, 29-39.

 DOI: 10.1016/j.exer.2017.08.016
JEON, D. (2018): Infection Source and Epidemiology of 

Nontuberculous Mycobacterial Lung Disease. Tuberc. 
Respir. Dis. 82, 94-101.

 DOI: 10.4046/trd.2018.0026
JONULEIT, H., E. SCHMITT, M. STASSEN, A. 

TUETTENBERG, J. KNOP, A. ENK (2001): Identification 
and Functional Characterization of Human Cd4+Cd25+ T 
Cells with Regulatory Properties Isolated from Peripheral 
Blood. J. Exp. Med. 193, 1285-1294.

 DOI: 10.1084/jem.193.11.1285
JUHAS, U., M. RYBA-STANISLAWOWSKA, P. SZARGIEJ, 

J. MYSLIWSKA (2015): Different pathways of macrophage 
activation and polarization. Postepy. Hig. Med. Dosw. 69, 
496-502. DOI:10.5604/17322693.1150133

KAK, G., M. RAZA, B. K. TIWARI (2018): Interferon-gamma 
(IFN-γ): Exploring its implications in infectious diseases. 
Biomol. Concepts. 9, 64-79.

 DOI:10.1515/bmc-2018-0007
KOH, W. J. (2017): Nontuberculous Mycobacteria-Overview. 

Microbiol. Spectr. 5.
 DOI: 10.1128/microbiolspec.TNMI7-0024-2016



Vet. arhiv 93 (5), 559-568, 2023         567

J. Ren et al.: M. neoaurum/S. Typhimurium coinfection induced apoptosis

LEE, E. M., S. HURH, B. CHO, K. H. OH, S. U. KIM, C. D. 
SURH, J. SPRENT, J. YANG, J. Y. KIM, C. AHN (2013): 
CD70–CD27 ligation between neural stem cells and CD4+ 
T cells induces Fas–FasL-mediated T-cell death. Stem Cell 
Res. Ther. 4, 56.

 DOI: 10.1002/art.23220
LIBETTA, C., V. SEPE, M. ZUCCHI, V. PORTALUPI, 

F. MELONI, T. RAMPINO, A. DAL. CANTON 
(2007): The effect of sirolimus- or cyclosporine-based 
immunosuppression effects on T-cell subsets in vivo. 
Kidney Int. 72, 114-120.

 DOI:10.1038/sj.ki.5002255
LOPEZ-CASTEJON, G., D. BROUGH (2011): Understanding 

the mechanism of IL-1β secretion. Cytokine. Growth 
Factor Rev. 22, 189-195.

 DOI:10.1016/j.cytogfr.2011.10.001
MBONGUE, J. C., H. A. NIEVES, T. W. TORREZ, W. 

H. LANGRIDGE (2017): The Role of Dendritic Cell 
Maturation in the Induction of Insulin-Dependent Diabetes 
Mellitus. Front. Immunol. 8, 327.

 DOI:10.3389/fimmu.2017.00327
MEHTA, A. K., D. T. GRACIAS, M. CROFT (2018): TNF 

activity and T cells. Cytokine 101, 14-18. 
 DOI:10.1016/j.cyto.2016.08.003
MICHAEL, B., K. MOSES, W. CHRISTINE, M. A. 

QUIGLEY, R. SAMANTHA, H. PETER, A. ELLIOTT 
(2004): Helminth infection is not associated with faster 
progression of HIV disease in coinfected adults in Uganda. 
J. Infect. Dis. 190, 1869-1879. 

 DOI: 10.1016/S0140-6736(17)31930-X
MUNTJEWERFF, E. M., L. D. MEESTERS, G. VAN DEN 

BOGAART (2020): Antigen Cross-Presentation by 
Macrophages. Front. Immunol. 11, 1276. DOI:10.3389/
fimmu.2020.01276

MUPFUMI, L., C. A. M. MPANDE, T. REID, S. MOYO, S. 
S. SHIN, N. ZETOLA, S. GASEITSIWE (2020): Immune 
Phenotype and Functionality of Mtb-Specific T-Cells in 
HIV/TB Co-Infected Patients on Antiretroviral Treatment. 
Pathogens 9, 180.

 DOI:10.3390/pathogens9030180
NATHAN, C. (1995): Natural resistance and nitric oxide. Cell 

82, 873-876.
 DOI: 10.1016/0092-8674(95)90019-5
NI. CHEALLAIGH. C., F. J. SHEEDY, J. HARRIS, N. 

MUNOZ-WOLF, J. LEE, K. WEST, E. P. MCDERMOTT, 
A. SMYTH, L. E. GLEESON, M. COLEMAN, N. 
MARTINEZ, C. H. HEARNDEN, G. A. TYNAN, E. C. 
CARROLL, S. A. JONES, S. C. CORR, N. J. BERNARD, 
M. M. HUGHES, S. E. CORCORAN, M. O’SULLIVAN, 
C. M. FALLON, H. KORNFELD, D. GOLENBOCK, S. V. 
GORDON, L. A. O’NEILL, E. C. LAVELLE, J. KEANE 
(2016): A Common Variant in the Adaptor Mal Regulates 
Interferon Gamma Signaling. Immunity  44, 368-379. 

 DOI:10.1016/j.immuni.2016.01.019

PISTRITTO, G., D. TRISCIUOGLIO, C. CECI, A. GARUFI, 
G. D’ORAZI, (2016): Apoptosis as anticancer mechanism: 
function and dysfunction of its modulators and targeted 
therapeutic strategies. Aging 8, 603-619.

 DOI: 10.18632/aging.100934
POLL, T., M. SHANKAR-HARI, W. J. WIERSINGA (2021): 

The immunology of sepsis. Immunity 54, 2450-2464.
 DOI: 10.1016/j.immuni.2021.10.012
RING, S., L. EGGERS, J. BEHRENDS, A. WUTKOWSKI, 

D. SCHWUDKE, A. KRGER, B. SCHNEIDER 
(2019): Blocking IL-10 receptor signaling ameliorates 
Mycobacterium tuberculosis infection during influenza-
induced exacerbation. JCI. Insight 5, e126533.

 DOI: 10.1172/jci.insight.126533
STANAWAY, J. D., D. S. SHEPARD, E. A. UNDURRAGA, 

Y. A. HALASA, L.E. COFFENG, O. J. BRADY, S. I. 
HAY, N. BEDI, I. M. BENSENOR, C. A. CASTAÑEDA-
ORJUELA, T. W. CHUANG, K. B. GIBNEY, Z. A. 
MEMISH, A. RAFAY, K. N. UKWAJA, N. YONEMOTO, 
C. J. L. MURRAY (2016): The global burden of dengue: 
an analysis from the Global Burden of Disease Study 
2013. Lancet Infect. Dis. 16, 712-723.

 DOI: 10.1016/S1473-3099(16)00026-8
STUART-SMITH, K. (1994): The Biology of Nitric Oxide. 

Anesthesiology 80, 246.
 DOI: 10.1097/00000542-199401000-00051
TADESSE, G. (2014): Prevalence of human Salmonellosis 

in Ethiopia: a systematic review and meta-analysis. Clin. 
Microbiol. Rev. 14, 88.

 DOI: 10.1186/1471-2334-14-88
WANG, C., R. SUN, C. WANG, A. QIAN, X. JIANG (2020a): 

M.neoaurum infection increased the inhibitory function 
of Tregs and the death rate associated with Salmonella 
coinfection. Res. Vet. Sci. 132, 108-115.

 DOI: 10.1016/j.rvsc.2020.05.002
WANG, R., D. A. GELLER, D. A. WINK, B. CHENG, T. R. 

BILLIAR (2020b): NO and hepatocellular cancer. Br. J. 
Pharmacol. 177, 5459-5466. 

 DOI:10.1111/bph.14838
WEHNER, R., K. DIETZE, M. BACHMANNn, M. 

SCHMITZ (2011): The bidirectional crosstalk between 
human dendritic cells and natural killer cells. J. Innate. 
Immun. 3, 258-263. 

 DOI:10.1159/000323923
XIE, Q. W., C. NATHAN (1994). The high-output nitric oxide 

pathway: role and regulation. J. Leukoc. Biol. 56, 576-582.
 DOI: 10.1002/jlb.56.5.576
YANG, W. T., G. L. YANG, X. YANG, S. M. SHONYELA, L. 

ZHAO, Y. L. JIANG (2017): Recombinant Lactobacillus 
plantarum expressing HA2 antigen elicits protective 
immunity against H9N2 avian influenza virus in chickens. 
Appl. Microbiol. Biotechnol. 101, 8475-8484. 

 DOI: 10.1007/s00253-017-8600-2



J. Ren et al.: M. neoaurum/S. Typhimurium coinfection induced apoptosis

568 Vet. arhiv 93 (5), 559-568, 2023

YELLAYI, S., A. NAAZ, M. A. SZEWCZYKOWSKI, T. 
SATO, J. A. WOODS, J. CHANG, P. S. COOKE (2002): 
The phytoestrogen genistein induces thymic and immune 
changes: A human health concern? Proc. Natl. Acad. Sci. 
U S A 99, 7616-7621.

 DOI: 10.1073/pnas.102650199
ZHANG, W., Z. HUANG, M. HUANG, J. ZENG (2020): 

Predicting Severe Enterovirus 71-Infected Hand, Foot, and 
Mouth Disease: Cytokines and Chemokines. Mediators. 
Inflamm. 9273241. 

 DOI:10.1155/2020/9273241

ZHENG, Y., C. N. MANZOTTI, M. LIU, F. BURKE, K. 
I. MEAD, D. SANAOM (2004): CD86 and CD80 
differentially modulate the suppressive function of human 
regulatory T cells. J. Immunol. 172, 2778-2784.

 DOI: 10.4049/jimmunol.172.5.2778
ZHU, X., L. CHEN, J. WU, H. TANG, Y. WANG (2017): 

Salmonella typhimurium Infection Reduces Schistosoma 
japonicum Worm Burden in Mice. Sci. Rep. 7, 1349.

 DOI:10.1038/s41598-017-00992-1

Received: 17 January 2023
Accepted: 22 may 2023

REN, J., D. YU, Y. SUN, H. SONG, X. JIANG, C. WANG: Sekundarna infekcija bakterijom Salmonella 
Typhimurium tijekom infekcije bakterijom Mycobacterium neoaurum potiče apoptozu makrofaga koja ne ovisi 
o dušikovom oksidu. Vet. arhiv 93, 559-568 2023.

SAŽETAK
Mycobacterium neoaurum (M. neoaurum) i Salmonella Typhimurium (S. Typhimurium) važni su zoonotski patogeni 

koji pripadaju unutarstaničnim bakterijama sa sposobnošću induciranja stanične imunosti. Koinfekcije navedenim 
bakterijama raširene su diljem svijeta, čak i u većoj mjeri od monoinfekcija. Cilj je ovoga rada bio istražiti učinak 
infekcije bakterijama M. neoaurum i S. Typhimurium na postotak regulacijskih mišjih C57BL/6 (Tregs) T-stanica 
te na imunosnu aktivnost stanica RAW264.7. Testom ELISA ustanovljeno je lučenje TNF-α, IFN-γ, IL-1β, IL-12 i 
iNOS u stanicama RAW264.7. Ekspresija kostimulacijskih molekula CD40+, CD80+ i CD86+ na površini makrofaga 
analizirana je protočnom citometrijom. Za otkrivanje proizvodnje dušikova oksida (NO) u stanicama RAW264.7 
primijenjen je test dušikova oksida. Apoptoza stanica RAW264.7 ustanovljena je protočnom citometrijom. Rezultati 
su pokazali ekspresiju velikog broja citokina i kostimulacijskih molekula na površini makrofaga kako bi se potaknula 
imunosna aktivnost. Sekundarna infekcija bakterijom S. Typhimurium znakovito je povećala ekspresiju iNOS-a i 
proizvodnju dušikova oksida, pri čemu apoptoza uzrokovana bakterijama M. neoaurum i S. Typhimurium nije ovisila o 
dušikovom oksidu. Naši podaci pružaju teorijsku osnovu za daljnja istraživanja i razumijevanje sekundarnih infekcija 
koju izazivaju drugi patogeni nakon infekcije netuberkuloznom bakterijom Mycobacterium (NTM).

Ključne riječi: apoptoza; Mycobacterium neoaurum; dušikov oksid; Salmonella Typhimurium


